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Fructose-bisphosphate aldolases 110 

Fullicin, occurrence of D-amino acids 481 


G-protein-coupled receptors, regulation of 
37 

G proteins 383 
Golgi transport 87 
G, subfamily 502 

GABA, receptor 368 

Galactosyl transferase, Golgi localization 
signals 2 

Globin genes, introns and evolutionary 
history 486 

Glucagon and glucagon-related peptides 
388 

Glucokinase regulation and nomenclature 
(Letter) 59 

Glucose phosphate isomerase, horizontal 
gene transfer 489 

Glucose-induced insulin secretion 388 

Glucose-transporter proteins, regulation in 


518 


insulin-responsive cells 197 

N- and O-Glucosyltransferases in plants 
82 

Glutamate receptor ion channels, MRNA 
editing 4 

Glutamate receptors 368 

Glutamine synthetase, horizontal gene 
transfer 489 

Glutamyltransfer RNA 215 

Glutathione S-conjugate export pump, 
ATP-dependent 463 

Glutathione transferases in plants 82 

Glyceraldehyde-3-phosphate 
dehydrogenase, horizontal gene 
transfer 489 

Glycine receptor 368 

Glycogen phosphorylase, structure and 
regulation 66 

Glycogenolysis and protein phosphorylation 
408 

Glycolysis regulation in Saccharomyces 
cerevisiae 506 

Glycosylation reactions, topography within 
the ER 32 

Glycosylation, typography within the ER 32 

Glycosylinositol phospholipid (GPI) anchors 
biosynthesis 470 
typography of addition 32 

Golgi disassembly 325 

Golgi localization signals 2 

Goigi transport and G proteins 87 

gp120-CM4 binding during HIV infection 
191 


Granulocyte colony stimulating factor 286 

Granulocyte—macrophage colony stimulating 
factor 286 

Granulocyte-macrophage colony stimulating 
factor receptor 378 

Growth hormone-receptor structure 169 

GTPase-activating factor 374 

Guanylate cyclase production by nitric oxide 
stimulation 399 

Guanylate kinase and erythrocyte protein 
p55 99 


Heat shock proteins 
chaperone machines 295 
module of DnaJ in malaria 
parasites 129 

Heme synthesis, role of glutamyl-transfer 
RNA 215 

Hemopoietic regulators 286 

Herbicide binding in the bacterial 
photosynthetic reaction center 
150 

Hexokinase IV or glucokinase (Letter) 59 

Histone H1 dephosphorylation and 
chromatin condensation 93 

Histone phosphorylation in sea urchin 
sperm DNA packaging 223 

Histone protein modification during 
transcription 23 

HIV infection blocked by antibodies 191 

Homeodomains 277 

Homeodomain targets in the cytotactin 
promoter 228 

Horizontal gene transfer 489 

Hormones (mammalian) in microbial cells 
147 

HT3 receptor 368 

Human immunodeficiency virus, cellular 
infection route 191 


Hydrophobic hydration and protein 
structural stability 459 


IkB and NF-kB 135 

IgA binding of Epstein-Barr virus 239 

In vitro genetics 89 

Inflammatory mechanisms of allergic 
diseases (Letter) 22 

Inositol 1,4,5-trisphosphate receptors 368 
and calcium 403 

Inositol lipids in cellular signalling 
mechanisms 274 

Insulin 
and cyclic AMP interactions 408 
in microbial cells 147 

Insulin secretion, glucose-regulated 388 

Insulin-directed regulation of glucose- 
transporter proteins 197 

Interleukins 286 

interleukins-3, -5 and -6 receptors 378 

lon channel-gated adenylyl cyclase 51 

lon translocases of the vacuole 348 

lon transport across the mitochondrial 
outer membrane 315 

lron-sulphur protein of respiratory chain 
complex Ill, translocation 453 


Keratan sulphate 340 
Kinesin 300 


B-Lactamases, mechanistic similarities to 
signal peptidases 474 

Lantibiotics, occurrence of D-amino acids 
481 

Leukaemia inhibitory factor (LIF) 72 

Leukemia inhibitory factor receptor 378 

Leukosialin 359 

Light adaptation of photoreceptors 307 

Light harvesting complex II structure and 
phosphorylation 12 
(Letters) 346 

Lipoprotein cholesterol and macrophage 
scavenger receptors 141 

Liposomes, properties of clinical use 203 

Low-density lipoprotein (LDL) receptor, gene 
regulation of 40 


Macrophage scavenger receptors 141 
Malaria parasites and DnaJ heat shock 
protein module 129 
N- and O-Malonyltransferases in plants 82 
Mammalian hormones in microbial cells 
147 
MAP kinases 233 
MARCKS (myristoylated alanine-rich 
C kinase substrate) 438 
Maturation promoting factor 281 
Membrane protein, structural studies using 
electron spin resonance 448 
Membrane protein trafficking, molecular 
filters 27 
(Letters) 211,212 
Membrane transport of glycosylation 
precursors 32 
Messenger RNA editing, apolipoprotein B 
77 


Metabolic control of gene expression 40 

Metabolite channelling 445 

Metalloregulation engineered into enzymes 
100 

Microbial cells and mammalian hormones 
147 
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Microtubule motor proteins 300 
MIPP protein and vaccinia virus 213 
Mitchell, P. (Obituary) 304 
Mitochondrial membrane channels 315 
Mitochondrial protein translocation 453 
Mitogen-activated protein kinases 233 
Molecular evolution studied by protein 
engineering 292 
Molecular filters in membrane protein 
trafficking 27 
(Letters) 211,212 
Morphogenesis; cytotactin and 
homeodomain proteins 228 
Morphoregulator hypothesis 228 
Mu transposition studies 207 
Mucins, cell-membrane associated 359 
Multidrug transporter, a flippase? 18 


NADH peroxidase 183 

Neural stimulation of nitric oxide activity 
399 

Neurofilament-specific protein sequence 
motif 344 

NF-«B and related proteins 135 

Nicotinic acetylcholine receptor 368 

Nitric oxide as a signal in blood vessels 
399 

Nitroxide spin labelling of peptides and 
proteins 448 

Nomenclature 
carboxyl methylation 177 
proteoglycans 176 

Nuclear targeting sequences 
(Letter) 347 
in protein kinase C (Letter) 176 

Nucleosome structure and genetic activity 
187 

Nucleosome structure, changes induced by 
transcriptional elongation 23 

Nucleotide phosphoramidites 334 

Nucleotide triphosphatases and 
proofreading 130,171 

Numa, S. (Obituary) 327 


Oncostatin M receptor 378 
Ovalbumin, structure of 49 
Oxygen and the connective tissues 340 


p56™ and T-cell activation 434 

p59! and T-cell activation 434 

p107 312 

P-glycoprotein, a flippase? 18 

Pancreatic B-cell insulin secretion, 
regulation of 388 

Paramecium K* channel-controlled adenyly| 
cyclase 51 

Peptide folding in solution 448 

Peptide ligand screening using epitope 
libraries 241 

Phage epitope libraries 241 

Phosphatases 105 

Phosphatidylinositol 3-kinase 374 

Phosphatidylinosito! 4,5-bisphosphate 
hydrolysis 274 
profilin binding 438 

Phosphoenol-pyruvate carboxykinase, gene 
regulation of 40 

Phosphoinositide-specific phospholipase C 
393 
and T-cell activation 434 
regulation by G proteins 502 

Phospholipase Cy 374 


Phospholipase y, and profilin 438 
Phospholipase y, and T-cell activation 
434 
Phospholipases 
and signal transduction crosstalk 
393 
role in activation of protein 
kinase C 414 
Phosphoryl transfer enzymes 262 
Phosphorylase kinase 408 
Phosphorylation 
of chloroplast proteins 12 
(Letters) 346 
of glycogen phosphorylase 66 
of histones in sea urchin sperm 
DNA 223 
regulation of AP-1 and CREB 418 
Photoinhibition of photosynthesis 61 
Photoreceptor light adaptation 307 
Photosynthesis 
photoinhibition of 61 
regulation by protein 
phosphorylation 12 
(Letters) 346 
Photosynthetic reaction center and 
herbicide binding 150 
Phylogeny of globin genes 486 
Plasminogen activator inhibitor 1 (PAI-1), 
structure of latent form 49 
Platelet-derived growth factor B-receptor 
374 
Porin 315 
Porphyrin synthesis, role of 
glutamyltransfer RNA 215 
Post-translational processing of 
D-amino acids into secretory 
peptides 481 
Potassium ion channel-controlled adenylyl 
cyclase 51 
Profilin 438 
Proofreading of biological mechanisms 
130,171 
Propionyl-CoA and precursor valine 175 
Protein biosynthesis metabolite channelling 
445 
Protein blotting analysis of protein-protein 
interactions 246 
Protein design de novo 292 
Protein-DNA binding sites examined using 
in vitro genetics 89 
Protein engineering 292 
of metalloregulated enzymes 100 
14-3-3 Protein family 498 
Protein folding 
assisted by chaperones 295 
intermediates 257 
and stability, effect of hydrophobic 
hydration 459 
studies using protein engineering 
292 
Protein kinase A interactions with anchoring 
proteins 246 
Protein kinase C 
calcium and phospholipid 
degradation 414 
inhibition by 14-3-3 proteins 498 
nuclear targeting sequence (Letter) 
176 
phosphorylation of MARCKS protein 
438 
role in activating phospholipases 
393 


Protein kinases 
with dual specificity 114 
and phosphatases, role in signal 
integration 408 
Protein—metal interactions 100 
Protein phosphatases 105 
and kinases, role in signal 
integration 408 
Protein phosphorylation and regulation of 
photosynthesis 12 
(Letters) 346 
Protein-protein interactions, techniques for 
study of 246 
Protein-RNA binding sites examined using 
in vitro genetics 89 
Protein-RNA interactions 334 
Protein-serine/threonine kinases with dual 
specificity 114 
Protein sequence comparisons, use of 
FASTA 60 
Protein sequence motifs 
Bbox 344 
Golgi localization signals 2 
membrane protein sorting signals 
27 
(Letters) 211,212 
neurofilament-specific 344 
nuclear targeting sequence in 
protein kinase C 176 
RING finger 344 
SPKK motif 223 
Protein sorting signals 
directing membrane protein 
trafficking 27 
(Letters) 211,212 
in Golgi proteins 2 
Protein structure 
and dynamics studies by electron 
spin resonance 448 
studied using Fourier-transform 
infrared spectroscopy 328 
Protein targeting, signal peptidases 474 
Protein trafficking in the Golgi and 
G proteins 87 
Protein translocation 
assisted by chaperones 295 
in bacteria, energetics 219 
into mitochondria 453 
Protein-tyrosine kinases 
and AP-1 regulation 418 
with dual specificity 114 
and T-cell activation 434 
Proteoglycan nomenclature 176 
Protonmotive force, role in bacterial protein 
translocation 219 
Punctuated transposition 207 
Purple acid phosphatases 105 
Pyrophosphatases of the vacuolar 
membrane 348 
Pyrophosphatases, soluble inorganic 262 
Pyruvate kinase, gene regulation of 40 


Racker, E. (Obituary) 6 
Ras 
and the actin cytoskeleton 438 
and AP-1 gene expression 418 
and receptor tyrosine kinases 374 
Receptor tyrosine kinases 374,408 
activation of Vav protein 205 
and profilin 438 
c-ret sequence similarity to 
cadherins 468 
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Recoverin 307 

Rel family and NF-KB 135 

c-ret, sequence similarity to cadherins 
468 

Retinoblastoma protein 312 

Retinoic acid signalling pathways 427 

Ribonuclease P 178 

Ribonucleotide reductase 119 

Ribosome structure 266 

Ribotoxin recognition of ribosomal RNA 
266 

Ribozyme, ribonuclease P 178 

Ricin 266 

RNA, chemical synthesis of 334 

RNA-DNA chimeras 334 

RNA editing 
in chloroplasts and the brain 4 
see also messenger RNA editing 

RNA helicases, a new group 495 

RNA ligand binding sites examined using in 
vitro genetics 89 

RNA-protein interaction 266,334 

RNA structure, Fresco-Alberts—Doty model 
177 

Ryanodine receptor 368 
and calcium 403 


a-Sarcin 266 

Sea urchin spermatogenesis and H1 
phosphorylation 93,223 

Sec proteins 219 

SecB chaperone machine 295 

Serpins, structural studies 49 

Serum response element 423 


SH2 domains 
and binding to receptor tyrosine 
kinases 374 
in Vav protein 205 

Sialyl transferase, Golgi localization signals 
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Signal peptidases 474 

Signal transduction crosstalk 367 

Steroid hormones in microbial cells 147 

Sugar transport, regulatory rcie of insulin 
197 

Sugar utilization, regulation in 
Saccharomyces cerevisiae 506 

Sulphated glycoprotein 2 (clusterin) 154 

Supercoiling of transcribed chromatin 23 


T-cell antigen receptor signal transduction 
434 

Tetrahymena chromatin condensation and 
H1 dephosphorylation 93 

Tramtrack protein and vaccinia virus 213 

Trans-activation by Ets 251 

Transcription factor control by signal 
transduction pathways 418 

Transcription factor NF-kB 135 

Transcription of chromatin 23 

Transcriptional activation of retinoic acid 
receptors 427 

Transcriptional regulation 
of serum response element 423 
via Vav protein 205 

Transcriptional regulatory behaviour of 
homeodomain proteins 277 

Transfer RNA recognition by aminoacyl-tRNA 


synthetases 159 
Transformation activity of Ets 251 
Transgenic animals as models for 

metabolic studies 40 
Translation and proofreading 130,171 
Transmitter-gated ion channels 368 
Transposons, role in genetic mutation 

207 
Trypsin, engineered metalloregulation of 

Tryptophan synthase substrate channelling 

445 
Tumor cell growth modulation by 

ATP-dependent glutathione 

S-conjugate pump 463 
Tyrosine hydroxylase activated by 14-3-3 

proteins 498 
Tyrosine kinases, see protein-tyrosine 

kinases 


Urea cycle metabolite channelling 445 


Vaccinia virus, similarity to cellular genes 
213 

Vacuolar H*-translocating 
pyrophosphatases 348 

Valine is a precursor of propionyl-CoA 175 

Voltage-gated outer-membrane channel 315 


Wood, H. G. (Obituary) 52 
Xenobiotic elimination via ATP-dependent 


glutathione S-conjugate pump 463 
Xenobiotic metabolism in plants 82 
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